Disease response pattern of 127 T1B1RS translocation and substitution wheat cultivars, possessing powdery mildew resistance gene Pm8 and leaf rust resistance gene Lr26 located on rye chromosome arm iRS, revealed that sixteen of these cultivars express Lr26, but not concomitant Pm8 resistance. The mode of inheritance studied in the F1, F2 and F3 generations, and involving hybrids of cultivars Agra, Florida, Olymp, Sabina and Tjelvar not expressing Pm8 resistance indicated inhibition of resistance gene Pm8 by a dominant suppressor.
Introduction
The transfer of resistance genes from related species to common wheat (Triticum aestivum L.) has been successfully exploited in the past decades. Species that share one or two genomes with wheat such as T monococcum, Aegilops squarrosa, T timopheevii or T turgidum and relatives such as Secale cereale, Haynaldia villosa and Agropyron that are crossable with wheat have been widely used for this purpose. However, numerous studies in Triticum have revealed that the expression of resistance is reduced when genes are transferred from lower to higher ploidy levels. This phenomenon of a 'dilution' of the resistance was reported by Kerber & Dyck (1969 , 1979 for leaf rust, Trottet et at. (1982) for leaf and stripe rust, mildew and glume blotch, Gill et al. (1986) for leaf rust, mildew, greenbug and Hessian fly, Chevre et a!. (1989) for leaf and stripe rusts, Valkoun et al. (1990) for mildew and leaf rust, Siedler et a!. (1994) for tan spot and Lutz et at. (1994) for powdery mildew. Moreover, there are also examples of complete suppression of resistance genes transferred from alien species to common wheat (Kerber, 1983) . Rye chromosome arm iRS widely used in wheat breeding (Villareal et al., 1991) confers resistance to various diseases. The resistance *Correspondence.
1996 The Genetical Society of Great Britain. 383 mildew resistance, Secale cereale, Triticum genes for leaf rust, stem rust, stripe rust and powdery mildew attributed to this chromosome are designated Lr26, Sr31, Yr9 and Pm8 (Singh et al., 1990; McIntosh et al., 1993) .
In T aestivum it was presumed that the expression of mildew resistance gene Pm8 transferred from Secale cereale (Zeller, 1973) , and located on the T1BL iRS wheat-rye interchanged chromosome was suppressed (Friebe et a!., 1989 , Jönsson, 1991 Hanuová, 1992; Lutz et a!., 1992 Lutz et a!., , 1995 
Results and discussion
The 127 common wheat cultivars and lines which were assumed to carry a T1BL4RS wheat-rye translocation or substitution, were found to possess only two satellited chromosomes by mitotic analysis.
This infers that the short arm of one satellited chromosome pair, presumably 1B, had been replaced by the iRS rye chromosome arm.
From the set of cultivars tested against Egt showed that the resistance gene Pm8 was not expressed in the presence of a suppressor gene in the F1 generation. However, segregants in the F2 generation, possessing the Pm8 gene in the absence of the dominant suppressor segregated into the 3 resistant class, whereas those carrying Pm8 in combination with the suppressor, as well as the homozygous recessive individuals lacking both Pm8 and the suppressor were susceptible and segregated as the 13 susceptible class. The F2 mode of inheritance from hybrid combinations between mildew susceptible cultivars possessing the T1BL iRS translocation and other susceptible parents indicated the presence of the Pm8 gene that was suppressed in the parents, but the resistance was again detected in the F2 segregants. The F2 segregation from the hybrids Sabina/Hana and Olymp/Viginta deviated from the 3:13 genetic ratio (Table 2 ). In these cross combinations more susceptible individuals were observed than the expected numbers. It had been previously reported that gametic transfer of the T1BL1RS translocated chromosome may vary between different hybrid combinations (Mettin et a!., 1973), resulting in more susceptible F2 individuals when the resistance gene in question is on the iRS chromosome arm (Wienhues, 1965; Barto & Bare, 1971 ; Barto, 1993) .
The F3 lines derived from F2 plants segregated
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1:(1R/1B) wheat-rye substitution line (Zeller, 1973) . and Weihenstephan, Germany (Zeller, 1973) .
Nonexpression of Prn8 resistance has been described by Friebe et a!. (1989 ), Jönsson (1991 , Hanuová (1992) and Lutz et al. (1992 Lutz et al. ( , 1995 . In the transfer of leaf rust, stem rust and stripe rust resistance genes from alien species (e.g. Aegilops squaT-rosa, Triticum dicoccoides) to common wheat Kerber & Green (1980) , Bai & Knott (1992) , Kema et a!. (1995) and Ma et a!. (1995) have also provided evidence that incorporated resistance genes can be suppressed by gene(s) located in the wheat genome. In spite of the existence of suppressors of resistance that may limit the potential use of tranferred alien genes, several studies advocate that alien genetic variation could be successfully exploited. Thus germplasm resources from remote relatives of wheat may still serve as a vast genetic reservoir for future wheat improvement. 
